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Clinical implications of next-generation sequencing-based panel tests for malignant ovarian
tumors
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TEMAERBEBEN TN D, L., £ ORERBEEEOIBFIZHE O JEFITZL < 20
ONRBRTH 5, IPRBHEFEEFICBNTIE, ZOTHROEBEINOH oy FENEL 2
DNAF<—=H—DOBEPIFHFINTEY, BIETFRFICESWIIBFIEORE %/ HE
ETHONABRTREOHAENSMFFI N TV D, AREFFE TIE, JN 5L M 5 E 5188 41
DIEGREZ AN T, 160BEFDX =7y For—7 T A%ATH, fREMHHT LT=DT
T D, FEBNT20124E 0> 5201741 B eI TRMTRER 24T o 72 IR E 5884 (15
SR A% % E #E (high-grade serous carcinoma: HGSC) 271, #H N 5% (endometrioid
carcinoma: EC) 151, BAHIf@sE (clear cell carcinoma: CCC) 30f, ¥5iEE# (mucinous
carcinoma: MC) 6%, &K/%r{b# (undifferentiated carcinoma: UC) 4, Z dDffi (others) 6
B CGRb A0 AR B 1, 98 B3I, RCSF B 1pl), IRGEI6])) Th D, s LT
actionablei& & 25 BT 21K 190.9%IZ 78 0, druggableL{K7r/7"‘£ 1340.9% TdH > 7=, 1A
[ KEL 4 2 1R 5L B8 8 {5 1%, BRCAIZE ¥ Z#HGSC D 14.8%, BRCA2ZE J % ECD20%,
CCCD3.3%, ATMZE % ECD33.3%IZ7B D 7-23, BRIPI, PALB2DEFRIIA D o 7=,
DNAI A~ v FEFBIET & L TMSH2IXEC?D6.7%, MSH6IECCCD3.3%IC78 O, MLHI,
PMS2ZE 378 72 1> > 7=, Hypermutation (JEJ5#E {5124 # & =10SNVs/Mbp) [ZHGSC
7.4%, EC 46.7%, CCC 10%, MC 0%, UC 25%, others 33.3%IZi@ D 7=, = ¥ — &L %

(copy number alterations: CAN) # 7 > M ZFHGSC Tl O AR & e LA EIZH

(p<0.005), CCCIZ 35V TIZCNAD 7 > b highld & 0 {7 L7= 25— (p<0.05) & T
DEAL (p<0.01) MBI L7z, RIKIZBWTHCNAL 7> b highlZ PHOE(L & AHEE L
TWbZ ENRENT (p<0.05),
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