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The aims are to clarify 1) the method for predicting effect of postoperative chemotherapy by single
nucleotide polymorphism(SNP) and 2) the bio-marker for predicting effect of targeted therapy for
ovarian cancer.
1) Global SNP annalysis using normal lymphocytes from ovarian cancer patients on the basis of a
degree of neutropenia following adjuvant chemotherapy extracted five SNPs and discriminant
analysis extracted twenty SNPs. Some of these SNPs correlated with the prognosis. 2) Copy
number amplification of FGF3 and FGF4 was detected in 7% and 12% of ovarian cancer tissues
and ES2 cell line. IC50 of sorafenib were significantly lower in ES2 cell line than that in the other
ovarian cancer cell lines.
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The aims are to clarify 1) the method for predicting effect of postoperative
chemotherapy by single nucleotide polymorphism(SNP) and 2) the bio-marker for predicting effect of
targeted therapy for ovarian cancer.
1)Global SNP annalysis using normal lymphocytes from ovarian cancer patients on the basis of a degree of
neutropenia following adjuvant chemotherapy extracted five SNPs and discriminant analysis extracted
twenty SNPs. Some of these SNPs correlated with the prognosis. 2) Copy number amplification of FGF3 and
FGF4 was detected in 7% and 12% of ovarian cancer tissues and ES2 cell line. I1C50 of sorafenib were
significantly lower in ES2 cell line than that in the other ovarian cancer cell lines.
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