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We constructed an ovarian cancer organoid bank comprising over 100 cases.

Using the clear cell carcinoma organoid library and high-grade serous carcinoma organoid library
from this collection, we conducted novel drug development. High-throughput drug screening (HTDS) was

performed using clear cell carcinoma organoids with 4,560 compounds, leading to the identification
of proteasome inhibitors and dinaciclib as novel therapeutic agents. Their efficacy was demonstrated
both in vitro and in vivo. Furthermore, we found that the unfolded protein response (UPR) is
elevated in clear cell carcinoma, and AGR2, which is involved in UPR, was identified as a
therapeutic target.
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