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We performed C14 dating on the remains of lynx excavated from Shitsukari-abe

Cave, Osozawa Shell Mound, Kamizakai Asahidai Shell Mound, Baba Site Site Loc.5, Kamikuroiwa Rock
Shelter, and Ichiki Shell Mound, and confirmed that the species lived over a wide area from northern

Honshu to southern Kyushu until the Late Jomon period. We also attempted genome analysis of the
remains excavated from the above five sites, Yoshii Daiichi Shell Mound, and Torihama Shell Mound.
As a result, we succeeded in determining the genome sequences of three individuals excavated from
the Shitsukari-abe Cave, Baba Site Loc.5, and Kamikuroiwa Rock Shelter, and revealed that a
population that was monophyletic with the modern Eurasian lynx lived in northern Honshu, and a
population that was the common ancestor of the entire modern lynx genus, including the bobcat and
three other closely related species, lived in the Kanto region and west.
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