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Bile samples were obtained for bile acid and bacterial flora in bile of primary sclerosing cholangitis
(PSC) using endoscopic retrograde cholangiopancreatography. Analysis of bile acid profiles
showed that the secondary bile acid fractions were significantly lower in the PSC patient group and
the group of patients with biliary stasis than in the group of non-cholangiopancreatic patients. The
composition of bile acid were different among the group. This trend was also true for blood bile
acids. There was a different correlation between bile acid changes and clinical data in the PSC
group than in the other patient groups. There was no difference in the bacterial flora. These results
indicate that the PSC patient group exhibits a specific bile acid composition in bile and blood.
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Bile samples were obtained for bile acid and bacterial flora in bile of
primary sclerosing cholangitis (PSC) using endoscopic retrograde cholangiopancreatography. Analysis
of bile acid profiles showed that the secondary bile acid fractions were significantly lower in the
PSC patient group and the group of patients with biliary stasis than in the group of
non-cholangiopancreatic patients. The composition of bile acid were different among the group. This
trend was also true for blood bile acids. There was a different correlation between bile acid
changes and clinical data in the PSC group than in the other patient groups. There was no difference

in the bacterial flora. These results indicate that the PSC patient group exhibits a specific bile
acid composition in bile and blood.
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