EfEAXFZZHMBHRI NI U
Keio Associated Repository of Academic resouces

Title RERERANVEOEERAAERENERRRERFEEERICE SV ARG ZO®Y
Sub Title To establish a treatment method for the Nagashima-type palmoplantar keratosis based on the fine
analysis of genome variation and skin microbiota
Author 1878, ¥ 7 (Shiohama, Aiko)
£ % X, & % (Sasaki, Takashi)
AR, FE3B(Kubo, Akiharu)
/NEF, %2 F(Ono, Noriko)
Publisher
Publication year |2020
Jtitle RERREBEHBESMERRERSEE (2019.)
JaLC DOI
Abstract REMEEAIE (NPPK) ZEREEZEEICHL., £7/ A (WGS) 21742 =, WGSIZ &
V—ABHTV)H90Gbn T/ LS Z S L . NPPKEE THEL TSERPINB7H"&F 11 5SERPI
NOZAZ—RBEBICNV T NFEETRY / LAEHOFENASHICE D I,
FINPPKEETOMBERMAEMN T, 16S IRNAEEZNRE L IZqPCREICK D HEEDEEMR
WEZBILL ., NPPKEEGOZDUE O EXH EVNPPKEE TRHAEEL %<, 16S rRNAHE
BTk, NPPKEE QU Tk CorynebacteriumB NEENRHEL THY, EROFEHREER
sShiz,
Nagashima-type palmoplantar keratosis (NPPK) was an established autosomal recessive, early-
onset palmoplantar keratoderma caused by mutations in the encoding SERPINB7 gene which was
a member of the serine protease inhibitor superfamily. Normal form of the SERPINB?7 protein was
expressed in the stratum granulosum and stratum corneum. We applied to the Whole Genome
Analysis to determine the patient who single pathogenic mutation. Candidate allele was derived
from a common genomic cluster region Chr.18g21.33 included SERPINB7 gene.
Our skin microbiome studied against 60 NPPK patients targeted for Palm and Plantar region.
There were High yield bacteria gDNA amplicon was obtained between the first and second toes by
quantitative PCR analysis by 16S rRNA gene specific designed analysis. Those extracted DNA
samples were processed and sequenced by Next generation Sequencing, and defined the odors
caused from Corynebacterium, one of major skin commensal bacteria in human skin.
Notes HRER  EBMR (C) (—H)
e EAfE 2017 ~ 2019
FEES  17K10252
MRS  EREP RENZ
Genre Research Paper
URL https://koara.lib.keio.ac.jp/xoonips/modules/xoonips/detail.php?koara_id=KAKEN_17K10252seika

BERZBAZZMERI AT NU(KOARA)ICEBHE N TWA IV TUY NEEERL, ThThOERE, FLFLEHRWRTECREL., TOEINGEHEEECEST
REENTVET, BIACHLE> TR, EFEEZEZETLTCTHALEZLY,

The copyrights of content available on the KeiO Associated Repository of Academic resources (KOARA) belong to the respective authors, academic societies, or
publishers/issuers, and these rights are protected by the Japanese Copyright Act. When quoting the content, please follow the Japanese copyright act.



http://www.tcpdf.org

©
2017 2019

To Establish a treatment method for the Nagashima-type palmoplantar keratosis
based on the fine analysis of genome variation and skin microbiota

SHIOHAMA, Aiko
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Nagashima-type palmoplantar keratosis (NPPK) was an established autosomal
recessive, early-onset palmoplantar keratoderma caused by mutations in the encoding SERPINB7 gene
which was a member of the serine protease inhibitor superfamily. Normal form of the SERPINB7
protein was expressed in the stratum granulosum and stratum corneum. We applied to the Whole Genome
Analysis to determine the patient who single pathogenic mutation. Candidate allele was derived from
a common genomic cluster region Chr.18g21.33 included SERPINB7 gene.

Our skin microbiome studied against 60 NPPK patients targeted for Palm and Plantar region. There
were High yield bacteria gDNA amplicon was obtained between the first and second toes by
guantitative PCR analysis by 16S rRNA gene specific designed analysis. Those extracted DNA samples
were processed and sequenced by Next generation Sequencing, and defined the odors caused from
Corynebacterium, one of major skin commensal bacteria in human skin.
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