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The research content of the application was primarily motivated by the course "Green
Infrastructure and Ecosystem Services" conducted in collaboration with Professor Tomohiro
Ichinose, a professor at the Faculty of Environmental Information Studies. Moreover, within SFC,
Lecturer Megumi Tsujimoto, who conducts research on monitoring organisms living in extreme
environments such as Antarctica as a faculty member in environmental science, possesses
numerous valuable samples for comprehensive sequencing, seeking significant results through
their use. Additionally, Associate Professor Haruo Suzuki, an expert in information processing, took
charge of the big data of genetic sequences.

In the fiscal year 2021, we established facilities for simple nucleic acid extraction and an
environment for sequence information analysis. After acquiring MinlON, we began deciphering the
base sequences of already frozen samples, completed analyses for multiple samples, and
determined the most efficient analysis system. In the fiscal year 2022, we significantly increased
the number of samples and the volume of analysis results and published them as academic papers
(two reports). Simultaneously, we decided on the options necessary for upgrading the system. In
the final fiscal year (2023), we added options and optimized the system. Furthermore, together with
Professor Tomohiro Ichinose, we launched a project on environmental gene measurement with a
specific company. In September 2023, we conducted a foundational survey in the Oze area. We
also developed effective collection methods for environmental DNA and RNA and, in collaboration
with the New Enoshima Aquarium, established a robust framework for providing samples of
aquarium water and various microorganisms and setting up closed experimental systems. In the
January period of 2024, we visited the Sanriku no Mori area owned by Keio University in
Minamisanriku Town and conducted foundational surveys on-site. These are all actively
progressing towards the future. | am confident that this will lead to the acquisition of various large-
scale environmental budgets.

It is with heartfelt gratitude that | acknowledge the dynamic research made possible by this budget.
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The research content of the application was primarily motivated by the course "Green Infrastructure and
Ecosystem Services" conducted in collaboration with Professor Tomohiro Ichinose, a professor at the Faculty off
Environmental Information Studies. Moreover, within SFC, Lecturer Megumi Tsujimoto, who conducts research
on monitoring organisms living in extreme environments such as Antarctica as a faculty member in
environmental science, possesses numerous valuable samples for comprehensive sequencing, seeking
significant results through their use. Additionally, Associate Professor Haruo Suzuki, an expert in information
processing, took charge of the big data of genetic sequences.

In the fiscal year 2021, we established facilities for simple nucleic acid extraction and an environment for
sequence information analysis. After acquiring MinlON, we began deciphering the base sequences of already
frozen samples, completed analyses for multiple samples, and determined the most efficient analysis system. In
the fiscal year 2022, we significantly increased the number of samples and the volume of analysis results and
published them as academic papers (two reports). Simultaneously, we decided on the options necessary for
upgrading the system. In the final fiscal year (2023), we added options and optimized the system. Furthermore,
together with Professor Tomohiro Ichinose, we launched a project on environmental gene measurement with a
specific company. In September 2023, we conducted a foundational survey in the Oze area. We also developed
effective collection methods for environmental DNA and RNA and, in collaboration with the New Enoshima
Aquarium, established a robust framework for providing samples of aquarium water and various
microorganisms and setting up closed experimental systems. In the January period of 2024, we visited the
Sanriku no Mori area owned by Keio University in Minamisanriku Town and conducted foundational surveys on-
site. These are all actively progressing towards the future. | am confident that this will lead to the acquisition of]
various large-scale environmental budgets.

It is with heartfelt gratitude that | acknowledge the dynamic research made possible by this budget.
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