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Molecular diagnosis for detecting KRA S mutation in peritoneal washing fluid of pancreatic
ductal adenocarcinoma
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MRS (LU, BE) W TERENERMRZ (LT, CY) P& ARKT
EHAE S, BRI O HLK BB 8 IR CIXIEBIERIA - & L CET &z, CYIIm W R 2
AT 2T, BEMEUWZEFIETHD , TP EREP B (intraoperative peritoneal
washing fluid: IPWL) O VEEEEE ML 4 [FE 3 2 72 0121k, £ 0 @& E CTEBEMED &
P AP RETHDEZEZOND, TFE, BT EREREEZFIH LY %>
RARALF T —PEERITIEAENTHDE2, IPWLS Uy A AT —DfEE L
THHZAEERNS D EE X b, £ 2 TARMZ TiX, IPWLIZ %} L TKirsten rat
sarcoma viral oncogene homolog (KRAS) 2 F|Zxf3 HPNA directed PCR clampingit %
W25y AR TR TFE TR IEE M O & OBRIRIA APEIC W TR L7,

202041 H X D 20214E12H £ T, FIlF & fidT L 72 BERF1 0 5 HIPWL A £ L 72 JE 4
AT RF G & L 7o, IPWL X D V7 ifF % Ml i i SKDNA  (peritoneal floating cell DNA:
pfDNA) Z it L. KRAS#E fx 12 % % PNA directed PCR clampingis THHH L7z, F7=
pfDNAIZ %f L TPNA directed PCR clamping % {}f i L 7= Sanger sequence® % T ¥k HE{X
V= T AT K D KRASE BARMT 24T 5 1=,

E5401 0 5 b, CYE WIRA E IR B M & & (P) TH BT 5 L. CYOP0A 456

(83.3%) ,CY1P073>4{§J (7.4%) ,CYOP123261 (3.7%) ,CY1P1233%1 (5.6%) T -7,
PNA directed PCR clamping T/ H AL HCHE & CY 1B L OP1ITHEZR D= (CYI vs CYO,
p<0.001, P1 vs PO, p<0.001) , % 7=pfDNAIZ X} § % ¥ — 7 = > A ff B T X, 1441

(25.9%) TKRASE R %R E L7=, pfDNAIZ I T HKRASE B M x4 5 CHiE D £ i
Cut-off=36.42T& ¥, PNA directed PCR clamping % H\ 7= %) %E%%H’J 2 Wb & 2%
L7z, 53 F/EW - HI 2 K o0 K BE /s B BE/AE W B 13 2 U 4L, 100%/80.0%/85.2% T & -
7o Oy TAEW P W X AR T 2261 (40.7%) TH V., CYOPO 456 Tli164

(40.7%) THoTlz, WIBYIRNBIEIT S 72436V T, BEFREEFR IS A7
WG EG] CTRER] &0 B R AVEALICEE S F o 72 (38.9% vs. 8.0%, p=0.013) .

KRASZE By Al &% (AsPC-1, mutant KRAS G12D) & KRASHF A= B 4y 40

(BxPC-3, wild KRAS) #0~100%D#iH CHfe AN L7777 L — F&ER L. PNA
directed PCR clamping ® f HH [R5 % FiGE L 7=, PNA directed PCR clampingi% @ i [R5t
150.1% Coh o 70, —kFREATIX, Ct = -2.645xlog (mutant allele frequency: MAF) +
3500CH v, FBEREIF0.954TH 72, FAEMFRZEEEDO D v b A 7 fE36.42
L. MAFI30.29% THh > 7o,
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