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The purpose of this project is to clarify the connections between molecular alterations, including
genetic or transcriptomic alterations, and phenotype of lung cancer cells. Especially, we focused
on cancer cell-specific signal or gene dependency. To that end, we set three mile stones to go
through this project as below.

1. Clarification of cancer cell-specific niche dependency patterns

2. Clarification of cancer cell-specific gene dependency using CRISPR/Cas9 knockout library

3. Confirmation of therapeutic validity of identified treatment targets

First, we modified the culture conditions, which improved successful rate of organoid
establishment.

Then, we performed molecular profiling for the established organoids using whole exome seq and
RNA-seq.

To clarify the associations between molecular alterations and phenotype of lung cancer cells, we
performed niche dependency analysis and CRISP/Cas9 knockout screening for the established
organoids.

Fortunately, we identified several subgroups which are dependent on specific signals. We are now
working on the experiments to examine whether these cancer cell-specific gene/pathway
dependency can be effective targets for cancer treatment.
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The purpose of this project is to clarify the connections between molecular alterations, including genetic or transcriptomic alterations,
and phenotype of lung cancer cells. Especially, we focused on cancer cell-specific signal or gene dependency. To that end, we set
three mile stones to go through this project as below.

1. Clarification of cancer cell-specific niche dependency patterns

2. Clarification of cancer cell-specific gene dependency using CRISPR/Cas9 knockout library

3. Confirmation of therapeutic validity of identified treatment targets

First, we modified the culture conditions, which improved successful rate of organoid establishment.

Then, we performed molecular profiling for the established organoids using whole exome seq and RNA-seq.

To clarify the associations between molecular alterations and phenotype of lung cancer cells, we performed niche dependency
analysis and CRISP/Cas9 knockout screening for the established organoids.

Fortunately, we identified several subgroups which are dependent on specific signals. We are now working on the experiments to
examine whether these cancer cell-specific gene/pathway dependency can be effective targets for cancer treatment.
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