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This study was conducted to develop a predictive model for onset and progression
of adolescent idiopathic scoliosis.During the study period, we collected approximately 3500 DNA
samples.Usin? genome-wide association study,approximately 550 thousands of SNPs were investigated and we
found 4 single nucleotide polimorphisms(SNP) that were related to the onset of scoliosis and 2 SNPs
related to the progression of the curve. The 4 SNPS related to the onset of scoliosis were located
closely to genes, LBX1, GPR 126, PAX1 and gene X. The 2 SNPs related to the progression of the curve were
located closely to SOX9, KCNJ2, and Gene X. Using these genes, predictive models for the onset and
progression of adolescent idiopathic scoliosis can be developed.
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