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WFFERE RO EE (2£30) @ In this application, a novel arylmalonate decarboxylase (AMDase)
was used to be a model enzyme. Conformational information on various enzymes is
associated with sequence information. The relativity of the structure and the function with
a lot of uncertain points up to now is assumed to be clear. Based on the results, the
molecular evolution technique of the enzyme function in high accuracy is developed. The
function modifications of the enzyme that had been thought to be difficult were achieved.
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