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Clinical sequencing is now covered by insurance to promote cancer precision medicine. In addition
to DNA, RNA, and clinical information are collected from the same specimen to construct omics
data, and next-generation clinical sequencing is required to obtain an integrated portrait of the
entire tumor. Understanding this information is not easy, but in order to create an environment that
is not alien to the knowledge possessed by medical professionals and that follows a familiar way of
thinking, we have developed an integrated analysis platform that enables visual analysis of clinical
information, genomic data, and gene expression data. We developed a system for structuring
medical records using natural language processing, and constructed a platform for efficiently and
permanently adding clinical information essential for cancer precision medicine.
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Construction of platform for clinical application of cancer omics data
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Clinical sequencing is now covered by insurance to promote cancer precision
medicine. In addition to DNA, RNA, and clinical information are collected from the same specimen to
construct omics data, and next-generation clinical sequencing is required to obtain an integrated
portrait of the entire tumor. Understanding this information is not easy, but in order to create an
environment that is not alien to the knowledge possessed by medical professionals and that follows a

familiar way of thinking, we have developed an integrated analysis platform that enables visual
analysis of clinical information, genomic data, and gene expression data. We developed a system for
structuring medical records using natural language processing, and constructed a platform for
efficiently and permanently adding clinical information essential for cancer precision medicine.
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