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Using clinical samples of esophageal cancer from biopsy, we conducted RNA
sequence and compared the gene expression profile between responder and non-responders. As results,
the mesenchymal gene signatures were upregulated in non-responders. For validation, the drug
resistant esophageal squamous cell carcinoma cell lines were developed. Aiming to identify the new
drug target, the high throughput drug screening will be conducted.

In terms of the role of cellular senescence in the drug resistance mechanism, TGF3 was found to
induce senescence in the tumor microenvironment.
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