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We analyzed data from LC-SCRUM-Japan, the largest lung cancer gene mutation retrieval system
in Japan. The BRAF gene mutation was found in 34 cases of non-small cell lung cancer (about 5%
of non-small cell lung cancer), 41% in V60OE and 59% in the others. Patient background was
median age 65 years, male: 23 (68%) female: 11 (32%), and 65% were smokers. Adenocarcinoma
(91%), non-small cell lung cancer (NOS), and polymorphic carcinoma. A retroviral vector for each
of the above gene mutations was created, and four types of Ba/F cell lines carrying each BRAF
gene mutation were created, and drug sensitivity tests with BRAF and MEK inhibitors and their
combination were conducted, and data analysis is ongoing.
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We analyzed data from LC-SCRUM-Japan, the largest lung cancer gene mutation
retrieval system in Japan. The BRAF gene mutation was found in 34 cases of non-small cell lung
cancer (about 5% of non-small cell lung cancer), 41% in V600E and 59% in the others. Patient
background was median age 65 years, male: 23 (68%) female: 11 (32%), and 65% were smokers.
Adenocarcinoma (91%), non-small cell lung cancer (NOS), and polymorphic carcinoma. A retroviral
vector for each of the above gene mutations was created, and four types of Ba/F cell lines carrying
each BRAF gene mutation were created, and drug sensitivity tests with BRAF and MEK inhibitors and
their combination were conducted, and data analysis is ongoing.
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