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We performed whole exome sequence analysis and RNA sequence, using a clinical specimen that
transformed from adenocarcinoma to small cell carcinoma after administration of EGFR inhibitors.
It has been reported that small cell lung cancer is classified into four subtypes, but there is no
report on which subtype a small cell cancer transformed from lung adenocarcinoma should be
classified. The results showed elevated mRNA levels of ASCL1 and DLL3, suggesting that they
belong to the subtype of SCLC-A, which may be a new finding. In addition, increased mRNA
expression of the FGF9 and decreased mRNA expression of the EGFR have been confirmed, and
further analysis is being carried out to elucidate the mechanism of small cell transformation.
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We performed whole exome sequence analysis and RNA sequence, using a
clinical specimen that transformed from adenocarcinoma to small cell carcinoma after administration
of EGFR inhibitors. It has been reported that small cell lung cancer is classified into four
subtypes, but there is no report on which subtype a small cell cancer transformed from lung
adenocarcinoma should be classified. The results showed elevated RNA levels of ASCL1 and DLL3,
suggesting that they belong to the subtype of SCLC-A, which may be a new finding. In addition,
increased RNA expression of the FGF9 and decreased RNA expression of the EGFR have been
confirmed, and further analysis is being carried out to elucidate the mechanism of small cell
transformation.
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