EfEAXFZZHMBHRI NI U
Keio Associated Repository of Academic resouces

Title TOTRIVEDT ZAVEBXHNZXLOMFEH
Sub Title Anion permeation mechanism of aquaporin 6
Author 1A, ¥k (Yamamoto, Eiji)
Publisher
Publication year |2020
Jtitle BEMREHBEWRRREBES (2019.)
JaLC DOI
Abstract BEBXINVETHBDTITRIVIZEDDFORRNEBEEZD FLARILTHSHIZTS
O, P FBAFE I AL -3 & T2 . T_AVFYyRILELTHSNDTOTR) 6
FERBRICLDUKBEOHREN BTWVWLS , FONVEIRBETRECL > THBEZETILL
. EFIMELERNVBEBEOERERERICS TR LEMZ I 1L —23 VIR BERELE
LESIC B A A OEBREREREL , 1 FVEBROEBEBRANDKD FORENE
ETHhdznFLARILTHSHICLE .
Molecular dynamics simulations were performed to elucidate the molecular mechanism of selective
permeation of molecules through aquaporins. The structure model of aquaporin 6, which is known
as an anion channel, was predicted by a homology modeling because its structure has not been
reported experimentally. The stability of the predicted protein conformation in a biological
membrane was confirmed by simulations. Furthermore, we clarified the permeation pathway of
chloride ions in the aquaporin 6, and that the packing of water molecules into the permeation
pathway is important for the ion permeation event.
Notes WMRER . EFHR
e EAfE : 2018 ~ 2019
FHEES 1 18K13517
MRS EF  £YYE
Genre Research Paper
URL https://koara.lib.keio.ac.jp/xoonips/modules/xoonips/detail.php?koara_id=KAKEN_18K13517seika

BRESFBAZZMERVARD NU(KOARA)ICEBHEATVWAR OV TV OEEER., ThThOEESE, ZLFTLFHRLWRTECREL. TOEINEEEEEICELST
REBEETNTVET, 5lACHLE> TR, EFEELZZEFLTIRASEZTL,

The copyrights of content available on the KeiO Associated Repository of Academic resources (KOARA) belong to the respective authors, academic societies, or
publishers/issuers, and these rights are protected by the Japanese Copyright Act. When quoting the content, please follow the Japanese copyright act.



http://www.tcpdf.org

2018 2019

Anion permeation mechanism of aquaporin 6

Yamamoto, Eiji

3,200,000

Molecular dynamics simulations were performed to elucidate the molecular
mechanism of selective permeation of molecules through aquaporins. The structure model of aquaporin
6, which is known as an anion channel, was predicted by a homology modeling because its structure
has not been reported experimentally. The stability of the predicted protein conformation in a
biological membrane was confirmed by simulations. Furthermore, we clarified the permeation pathway
of chloride ions in the aquaporin 6, and that the packing of water molecules into the permeation
pathway is important for the ion permeation event.
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