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Devel opnent of Met abol onics Technol ogy and Its Applicationto the
Predi ction of Novel Metabolic Pat hways

TOM TA MASARU

omics

V¢ have attained highly reliable identification and highly
sensitive quantification in netabol omcs based on capillary el ectrophoresis-nass
spectronetry (C&M) by developing bioinfornatics tools for high-throughput data
anal ysi s, flux anal ysi s, nodel i ng net abol i sm and fi ndi ng net abol i ¢ pat hways. Usef ul ness
of the tools devel oped were confirned by their successful applications to the studi es
on integrative onmcs analysis of Escherichia coli mitant cells, netabolic pathway
anal yses using netabolic perturbati ons by photoperiod in Qyza sativa | eaves, and
nol ecul ar nechani smof non-oxi dati ve phosphoryl ati on ener gy productionin cancer cells.
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