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The aim of the current study was to identify pathogenic marker derived from vascular endothelial
cells which reflect remodeling of pulmonary vasculature. For this purpose, we compare contents of
exosomes in pulmonary vein and pulmonary artery in patients with pulmonary hypertension,
especially focusing on small RNAs and micro RNAs with RNA sequencing. As a result of the RNA
sequencing, we successfully identified several small RNAs and micro RNAs which were abundant
in pulmonary vein compared to pulmonary artery. However, those difference in abundance were
not confirmed with quantative PCR analysis. Now we are trying to establish the quantification
methods for RNAs included in exosomes with reliable reproducibility.
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The aim of the current study was to identify pathogenic marker derived from
vascular endothelial cells which reflect remodeling of pulmonary vasculature. For this purpose, we
compare contents of exosomes in pulmonary vein and pulmonary artery in patients with pulmonary
hypertension, especially focusing on small RNAs and micro RNAs with RNA sequencing. As a result of
the RNA sequencing, we successfully identified several small RNAs and micro RNAs which were abundant

in pulmonary vein compared to pulmonary artery. However, those difference in abundance were not
confirmed with quantative PCR analysis. Now we are trying to establish the quantification methods
for RNAs included in exosomes with reliable reproducibility.
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