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In termites, many individuals coopelativel¥ form a societﬁ. The society
involves division of labor among individuals, where some individuals (queens and kings) devoted to
breeding, and the other individuals (workers etc.) do not reproduce and exhibit altruistic behavior
such as feeding to other individuals. In this study, in order to identify genes involved in the
division of termites, especially those related to development of workers (social genes), mating
experiments and analyses using whole genome information were carried out. As a result, the

candidates of the genomic regions for the social genes.
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