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To understand the molecular mechanism underlying aging, we established
intestinal epithelial organoids derived from both young and aged mice and iInvestigated gene
expression profiles and epigenome alterations. We found that cell proliferation and tissue formation

were significantly inhibited in intestinal epithelial organoids derived from aged mice. In
addition, epigenetic modifications including suppression of Lgr5 by trimethylation of histone H3
lysine 27 induced suppression of Wnt signaling. These findings indicate that epigenome alterations
may lead to disabilities of cell proliferation and tissue formation during the process of aging.
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