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MicroRNAs (miRNAs) are small, non-coding RNAs involved in the
pathophysiology of several diseases by means of post-transcriptional regulation of gene expression
within cells. Experiments with MAC-infected human macrophages and clinical studies using serum of
patients with MAC pulmonary disease indicated that the human miRNA, hsa-miR-346, has a role in the
pathophysiology of Mycobacterium avium complex (MAC) pulmonary disease. It is a potential serum
biomarker reflecting MAC pulmonary disease activity.
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