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The factors contributing in the malignant transformation process of normal
colon epithelium are still unknown. The genetically-engineered normal colon organoids in our
laboratory did not develop into a colorectal cancer, suggesting the involvement of additional
factors. We assumed the involvement of the epigenetic changes and aimed to identify the
transcription factors. To identify the transcription factors, we extracted the transcription factors

using our database of colorectal cancer organoids, and constructed the overexpression vectors. We
introduced them into genetically-engineered normal colon organoids and transplanted to mice to
evaluate the presence of liver metastasis. Consequently, no liver metastasis were observed with any
combination of transcription factors, and we concluded that further study is required.
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