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In recent years, it has been clarified that bile acids not only ?romote
digestion and absorption of lipids, but also regulate metabolism as signal molecules. Bile acids
were administered to two strains of mice with different bile acids responsiveness, with and without
antibiotics. Multi-omics analysis such as bile acids composition, DNA microarray, microbiota
analysis were performed. In addition to the difference in bile acids, lipid and cholesterol
metabolism due to genetic background, the change in bile acid composition metabolized by microbiota
was different depending on the presence or absence of obesity / diabetes suppression effect by bile
acid in two strain mice. It turned out that they interact and affect intricately.
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