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No. 37 (1992)

Nucleotide Sequence of the bsr Gene and N-Terminal Acid
Sequence of Blasticidin S Deaminase from Blasticidin S
Resistant Escherichia coli TK121*

Kaori KoBayasHi, Takashi KAMAKURA**, Teruo TANAKA***,
Isamu YamaGcucHr** and Toyoshige ENDO

AR F, SEmE, HERERY IO B EEEK

Nucleotide sequence of the blasticidin S resistant (bs) gene was determined as below.

C ATATGAACAG CTTATTTACA TAATTCACGT TATTGGTAGT TATAAATGAA ATTCCTAATA
EcoRl « G _TATACTTGTC GAATAAATGT ATTAAGTGCA ATAACCATCA ATATTTACTT TAAGGATTAT
Ndel

-35 « < 16 base > — -10 )
TCGGTTATGA AGTGAAATTG AATTTCTACT TGATCTTTCT CTCTATTTTT GTAAAATAAA ATTAAGAATA TTTAAATATT CAATGATTCA

AGCCAATACT TCACTTTAAC TTAAAGATGA ACTAGAAAGA GAGATAAAAA CATTTTATTT TAATTCTTAT AAATTTATAA GTTACTAAGT
Dral Hinfl

................................................................................................ 29
S.D. MetLysThr PheAsnlleSer GlnGlnAsp LeuGluLeuVal GluValAla ThrGlulLys
TTTTTGCAGA AATCGGAGGA AGAAGAATAT ATGAAAACAT TTAACATTTC TCAACAAGAT CTAGAATTAG TAGAAGTAGC GACAGAGAAG
AAAAACGTCG TTAGCCTCCT TCTTCTTATA TACTTTTGTA AATTGTAAAG AGTTGTTCTA GATCTTAATC ATCTTCATCG CTGTCTCTTC
ORF/1 Bglll 60

TleThrMet LeuTyrGluAsp AsnLysHis HisValGly AlaAlalleArg ThrLysThr GlyGlulle IleSerAlaVal HisIleGlu

ATTACAATGC TTTATGAGGA TAATAAACAT CATGTGGGAG CGGCAATTCG TACGAAAACA GGAGAAATCA TTTCGGCAGT ACATATTGAA

TAATGTTACG AAATACTCCT ATTATTTGTA GTACACCCTC GCCGTTAAGC ATGCTTTTGT CCTCTTTAGT AAAGCCGTCA TGTATAACTT
150

AlaTyrlle GlyArgValThr ValCysAla GluAlalle AlalleGlySer AlaYalSer AsnGlyGln LysAspPheAsp ThrlleVal
GCGTATATAG GACGAGTAAC TGTTTGTGCA GAAGCCATTG CGATTGGTAG TGCAGTTTCG AATGGACAAA AGGATTTTGA CACGATTGTA
CGCATATATC CTGCTCATTG ACAAACACGT CTTCGGTAAC GCTAACCATC ACGTCAAAGC TTACCTGTTT TCCTAAAACT GTGCTAACAT
240
AlaValArg HisProTyrSer AspGluVal AspArgSer lleArgValVal SerProCys GlyMetCys ArgGluLeulle SerAspTyr
GCTGTTAGAC ACCCTTATTC TGACGAAGTA GATAGAAGTA TTCGAGTGGT AAGTCCTTGT GGTATGTGTA GGGAGTTGAT TTCAGACTAT
CGACAATCTG TGGGAATAAG ACTGCTTCAT CTATCTTCAT AAGCTCACCA TTCAGGAACA CCATACACAT CCCTCAACTA AAGTCTGATA
Alul ° 330

AlaProAsp CysPheValLeu IleGluMet AsnGlyLys LeuValLysThr ThrlleGlu GluLeulle ProlLeuLysTyr ThrArgAsn

GCACCAGATT GTTTTGTGTT AATAGAAATG AATGGCAAGT TAGTCAAAAC TACGATTGAA GAACTCATTC CACTCAAATA TACCCGAAAT

CGTGGTCTAA CAAAACACAA TTATCTTTAC TTACCGTTCA ATCAGTTTTG ATGCTAACTT EIIGAGTAAG GTGAGTTTAT ATGGGCTTTA
Xmnl 420

TAAAAGTTTT ACCATATGGT GATTACTTGA AGTAAGAAAG ATTAGTTGTA TATCTATATT CATATAAAGT TGAC

ATTTTCAAAA TGgTATACCA CTAATGAACT TCATTCTTTC TAATCAACAT ATAGATATAA GTATATTTCA ACTG ~>  BamHl
Ndel Hinc I

Nucleotide Sequence of the bsr Gene Region.
The broken line over the nucleotide sequence indicates the amino acid sequence found
by a sequencer. Inverted repeats are shown by double and dotted lines.
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