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Inflammatory bowel disease (IBD) is a chronic, refractory gastrointestinal inflammatory disease of
unknown cause. Despite improved outcomes with the development of molecularly targeted
therapies, there is still no curative therapy, and there is an urgent need to elucidate the
mechanisms of intestinal mucosal immune regulation and develop curative therapies. In recent
years, research groups including ours have demonstrated the importance of neurotransmitter-
mediated immune cell regulatory mechanisms. Furthermore, the existence of ectopic
neurotransmitter-producing cells is becoming clear. In this study, intestinal ChAT+ cells will be
analysed using a mouse model of intestinal inflammation using a single-cell gene expression assay
(scRNA-seq) to identify acetylcholine (ACh)-producing immune cells that emerge with intestinal
inflammation, to elucidate their regulatory mechanisms and to explore new therapeutic targets for
inflammatory bowel disease.
First, CD45+ChAT (tdTomato) positive and negative fractions (ChAT pos/ChAT neg cells) were
isolated and the ChAT pos/neg cells were used for scRNA-seq analysis by using the Chromium
system (10x Genomics). Sequence followed by data analysis using the Seurat package revealed
that ChAT pos cells in the intestinal tract were comprised by lymphocytes, not myeloid cells, such
as type 2 innate lymphocyte (ILC2). Next, in order to analyse the function of ILC2 in the intestinal
inflammatory state, ILC2 was isolated from the intestinal inflammatory group and the control group,
and comprehensive gene expression analysis showed that ILC2 in the intestinal inflammatory
group accumulated a group of genes (ISGs) induced by type 1 interferon (T1IFN). Neutralization of
T1IFN signaling during DSS-induced colitis deteriorated colitis, suggesting that ILC2 has a
protective role on keeping gut homeostasis through T1IFN signaling.

Notes

Genre

Research Paper

URL

https://koara.lib.keio.ac.jp/xoonips/modules/xoonips/detail.php?koara_id=2022000010-20220244

BREZBAZZMERVRD MU (KOARA)ICEEE M TWA AV TUY OEHFIER. ThThOEEE, FLELEHRLRTECREL. TOERBEHFEELCELST
REENTVET, 5|ACHLE> TR, EFEELEZETLTIFIAEZ L,

The copyrights of content available on the KeiO Associated Repository of Academic resources (KOARA) belong to the respective authors, academic societies, or
publishers/issuers, and these rights are protected by the Japanese Copyright Act. When quoting the content, please follow the Japanese copyright act.



http://www.tcpdf.org

2022 I FHEIRAES (EAME) Frapessss 20 T

i) EFIRERREE B4 HHR
rFeREE WBBHEE 1,000 (45A)FH
K4 =k T K4 (B53E) |YOHEI MIKAMI

HHIERE (AAFE

HIEEIZEI(T5 ChAT Bt iiaz /L= REEE DAL IR IBD A REDHR

e (ER)

Elucidation of ChAT—positive immune cell-mediated neuroimmune interactions in the gastrointestinal tract and development of novel
IBD therapies.
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Inflammatory bowel disease (IBD) is a chronic, refractory gastrointestinal inflammatory disease of unknown cause. Despite improved
outcomes with the development of molecularly targeted therapies, there is still no curative therapy, and there is an urgent need to
elucidate the mechanisms of intestinal mucosal immune regulation and develop curative therapies. In recent years, research groups
including ours have demonstrated the importance of neurotransmitter—mediated immune cell regulatory mechanisms. Furthermore, the
existence of ectopic neurotransmitter—producing cells is becoming clear. In this study, intestinal ChAT+ cells will be analysed using a
mouse model of intestinal inflammation using a single—cell gene expression assay (scRNA-seq) to identify acetylcholine (ACh)-
producing immune cells that emerge with intestinal inflammation, to elucidate their regulatory mechanisms and to explore new
therapeutic targets for inflammatory bowel disease.

First, CD45+ChAT (tdTomato) positive and negative fractions (ChAT pos/ChAT neg cells) were isolated and the ChAT pos/neg
cells were used for scRNA—-seq analysis by using the Chromium system (10x Genomics). Sequence followed by data analysis using the
Seurat package revealed that ChAT pos cells in the intestinal tract were comprised by lymphocytes, not myeloid cells, such as type 2
innate lymphocyte (ILC2). Next, in order to analyse the function of ILC2 in the intestinal inflammatory state, ILC2 was isolated from
the intestinal inflammatory group and the control group, and comprehensive gene expression analysis showed that ILC2 in the
intestinal inflammatory group accumulated a group of genes (ISGs) induced by type 1 interferon (T1IFN). Neutralization of T1IFN
signaling during DSS—induced colitis deteriorated colitis, suggesting that ILC2 has a protective role on keeping gut homeostasis
through T1IFN signaling.
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