EfEAXFZZHMBHRI NI U
Keio Associated Repository of Academic resouces

Title

BEROERICES TRIREKPASRETTHOEESHEMOEEEZRS

Sub Title

Dynamics of fungal biodiversity in Japanese wetlands between the last glacial and postglacial
periods

Author

AR, KA (Kasuya, Taiga)

Publisher

BERBRAKE

Publication year

2020

Jtitle

FERELESHRAREEREE (2019.)

JaLC DOI

Abstract

AHRTE , AMERILHF A SHE- EHFICEVT , ZRIEKBAUBROERESRMECEFRRE
NEEF % , REOREODNABR , #EBYPORE LA, REOHEBICEIEHSHICTEZ
EEBNELE, BERBEANOE /AILEL , REEEHRIOEEHREL , AJIIEB LT
ODBELUEALOEREZEFEZRENRLE LD, KEAROEXRZENEETRENTELED
DY  BERERFRTOFNAEZZRITIA LR TERS 22, —F , AJIRBAWLTA
WEAZDONARIY , A2 ZEY , SYINY /ZHNFEBLEITIESLUFOEROEAETHARE
2TV, BEOFESK , EYEFE TEARBEZREL £, BROEABZNEL , FEERERZTS
EEEIC ,DNAZREL , BEODNAN—II—F 1 JEHTH B ZITSHEBORERSIZREL
2o TOHER , RIZTRRZETRE , TTFRTE , 7€ 8TRT7OERTE , A YRy
IXDBAYRVIXADERE , LROBELERAEITIEROBEO S A/ ERBTEL, &
2, BT CTREMKBICHBL LERRHBYEREL -, HBYTHLS K HICLZERHZTV
FREABEDERNAZKRETIEELEIC , ERUBEERICLDLERAZTV DD, B0
BiRZAVTHAILLEEEOES BFeHMELE, TORER , HEBYWHALSNAIY |, FF
ISV, BTHANORBIEBEEEIC , RIZTH , AYRIIADH , FIAXTH, &
AVOROENEHRENIRFILAZEBRETDENTE L, &Iz, #HBRYPHLSE D
SUo7REEEEL \ BEFREOEOEHMTERRRLAERO SN, ULl eh S, HIl
BIOEFSLUFTR , PESEEFRKBIIFRECLEBNELUL EEREENF 2L TVIEA
BEMATRREN, FLHOET , ERELHRBETREZFOHEBYEBZAVTERILAD
RRZEDTHEY , ThSOHBORROUEBLEESHEOEBLEOLEBEZIT>TVS,

To clarify the dynamics of fungal biodiversity in Japanese wetlands between the last glacial and
postglacial periods, fieldwork was conducted, and fungal fruitbodies, plant remains and moor
sediments were collected. Around the moor dominated by Pinus pumila, Abies mariesii and Alnus
Maximowiczii in the subalpine zone of Mt. Hakusan, Hakusan-shi, Ishikawa Prefecture, we
collected 48 samples. DNA was extracted and nuclear ribosomal internal transcribed spacer (ITS)
region was sequenced from each fungal specimen. Morphological observations of specimens were
also conducted. As a result, several ectomycorrhizal fungi associated with Pinus, Abies and Alnus
spp. such as Russla sp. and Lactarius sp. (Russulaceae), Cortinarius sp. (Cortinariaceae) and
Entoloma sp. (Entolomataceae) were recognized. Moreover, moor sediments accumulated in the
last glacial period were collected at the same place. In these sediments, we recognized several
spore fossils of Russulaceae sp., Entolomataceae sp., Psathyrellaceae sp. and
Sclerodermataceae sp. as well as pollen fossils of Pinus pumila, Abies mariesii and Betula ermanii.
Fossil fungal hyphae having clamp-connections were also observed from these sediments.
Therefore, we assumed that the diversity of modern ectomycorrhizal basidiomycetes are relatively
similar to those of the last glacial period in the subalpine zone of Mt. Hakusan.
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Dynamics of fungal biodiversity in Japanese wetlands between the last glacial and postglacial periods
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To clarify the dynamics of fungal biodiversity in Japanese wetlands between the last glacial and postglacial periods, fieldwork was
conducted, and fungal fruitbodies, plant remains and moor sediments were collected. Around the moor dominated by Pinus pumila,
Abies mariesii and Alnus Maximowiczii in the subalpine zone of Mt. Hakusan, Hakusan—shi, Ishikawa Prefecture, we collected 48
samples. DNA was extracted and nuclear ribosomal internal transcribed spacer (ITS) region was sequenced from each fungal
specimen. Morphological observations of specimens were also conducted. As a result, several ectomycorrhizal fungi associated with
Pinus, Abies and Alnus spp. such as Russla sp. and Lactarius sp. (Russulaceae), Cortinarius sp. (Cortinariaceae) and Entoloma sp.
(Entolomataceae) were recognized. Moreover, moor sediments accumulated in the last glacial period were collected at the same place.
In these sediments, we recognized several spore fossils of Russulaceae sp., Entolomataceae sp., Psathyrellaceae sp. and
Sclerodermataceae sp. as well as pollen fossils of Pinus pumila, Abies mariesii and Betula ermanii. Fossil fungal hyphae having clamp—
connections were also observed from these sediments. Therefore, we assumed that the diversity of modern ectomycorrhizal
basidiomycetes are relatively similar to those of the last glacial period in the subalpine zone of Mt. Hakusan.
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